Sequence alignments of NCR splice variants. Multiple alignments of NCR splice variant coding sequence of the (a) NKp30/NCR3 splice variant a (NM_147130.2), splice variant b (NM_001145466.1) and splice variant c (NM_001145467.1), and the (b) NKp44/NCR2 splice variant a (NM_001199510), splice variant b (NM_001199509.1) and splice variant c (NM_004828.3). Conserved residues are depicted in red. Black indicates insertion and or deletions that are specific for a single splice variant. Blue indicates insertions that are common to two splice variants. Deduced consensus sequence are shown in blue lowercase lettering. Forward and reverse primer sequences are underlined with solid horizontal lines. Numbers above each sequence sets indicate nucleotide position on full length mRNA. Residues conserved in all the aligned sequences are represented by asterisks, while partially conserved residues are marked in blue letters. (c) mRNA were extracted from freshly-isolated dNK and pNK cells from the same donor. mRNA expression of the actin housekeeping gene, NKp30/NCR3 and NKp44/NCR2 splice variants was determined by RT-PCR analysis. Actin and NKp30/NCR3 PCR fragments were separated by electrophoresis using a 2% agarose gel. NKp30/NCR3 PCR fragments were separated using a 8% native polyacrylamide gel.
Decidual cytokines affect pNK cell cytokine secretion. Levels of secreted CCL4 (a), CXCL8 (b), CXCL10 (c) by pNK cells cultured for 6 days and freshly-isolated dNK cells were measured by multiplexed assay after 18 hours NKp30, NKp44 or NKp46 ligation. Cells from 5 independent donors were pelleted and supernatants were collected. Values represent mean values ± s.e.m. *p<0.05, **p<0.01, ***p<0.001, oneway analysis of variance with Bonferroni post-test.
Supplementary Methods

RT-PCR
Total cellular RNA was isolated from dNK or pNK cells using an RNeasy kit (Qiagen, France). First-strand cDNA was synthesized from 1 μg total RNA using SuperScript III reverse transcriptase and random primers, according to the manufacturer's protocol (Life Technologies, France). PCR primers for NCR3 10 , NCR2 and the actin housekeeping transcripts were designed using an NCBI primer blast and their positions are indicated in Supplementary Fig. 1a and Table 1 . PCR reactions were performed in a DNA thermal cycler (Perkin-Elmer) as follows: initial incubation at 55°C for 2 min, denaturation at 95°C for 10 min followed by 30 cycles (35 s at 95°C, 45 s at 56°C, 45 s at 72 °C). PCRs were normalized to that of β-actin housekeeping gene run for 25 cycles.
Cumulative CD107a staining
To assay cumulative degranulation, CD107a fluorochrome-conjugated antibody (BD-Pharmingen) was added at the beginning of stimulation along with 5 µg ml -1 monensin (Sigma Aldrich). After 4 h, cells were chilled at 4°C, washed in PBS and stained for CD3 and CD56 with specific antibodies. Flow Cytometry gates for positive CD107a expression were defined on CD3 neg
